
1

CP000627.1_AVK79160.1_ToxR_Vibrio_cholerae_O395 Trans_reg_C

NP_230630.1_VC0984_ToxR_Vibrio_cholerae_O1_biovar_El_Tor_str._N16961 Trans_reg_C

0.05

WP_012127248.1_VIBHAR_RS06270_GCF_000017705.1-VIBHAR_RS06270_transcriptional_regulator_Vibrio_campbellii_ATCC_BAA-1116 Trans_reg_C

0.02

0.02

0.29

WP_021706392.1_VPR01S_RS15940_GCF_000467125.1-VPR01S_RS15940_hypothetical_protein_Vibrio_proteolyticus_NBRC_13287 Trans_reg_C

0.45

YP_204174.1_VF_0791_GCF_000011805.1-VF_0791_transcriptional_activator_ToxR_Vibrio_fischeri_ES114 Trans_reg_C

0.67

WP_061055614.1_AL536_RS26105_GCF_001558415.2-AL536_RS26105_transcriptional_regulator_Vibrio_fluvialis_strain_ATCC_33809 Trans_reg_C

0.31

0.23

0.05

0.06

0.14

WP_062457208.1_VME01S_RS05370_GCF_001591125.1-VME01S_RS05370_winged_helix_family_transcriptional_regulator_Vibrio_mediterranei_NBRC_15635 Trans_reg_C

0.57

0.4

0.72

YP_205443.1_VF_2060_GCF_000011805.1-VF_2060_DNA-binding_transcriptional_activator_CadC_Vibrio_fischeri_ES114 Trans_reg_C

0.64

0.44

0.35

WP_064368841.1_AT730_RS10210_GCF_001469735.1-AT730_RS10210_transcriptional_regulator_CadC_Vibrio_alginolyticus_strain_ATCC_33787 Trans_reg_C

0.05

WP_020839807.1_HK86_RS00970_GCF_000430405.1-HK86_RS00970_transcriptional_regulator_CadC_Vibrio_parahaemolyticus_O1Kuk_str._FDA_R31 Trans_reg_C

WP_012126534.1_VIBHAR_RS00990_GCF_000017705.1-VIBHAR_RS00990_transcriptional_regulator_CadC_Vibrio_campbellii_ATCC_BAA-1116 Trans_reg_C

WP_062461653.1_VME01S_RS18260_GCF_001591125.1-VME01S_RS18260_transcriptional_regulator_CadC_Vibrio_mediterranei_NBRC_15635 Trans_reg_C

0.56

0.13

WP_000579123.1_VC0395_RS18575_GCF_000016245.1-VC0395_RS18575_transcriptional_regulator_CadC_Vibrio_cholerae_O395 Trans_reg_C

NP_229934.2_VC0278_GCF_000006745.1-VC0278_DNA-binding_transcriptional_activator_CadC_Vibrio_cholerae_O1_biovar_El_Tor_str._N16961 Trans_reg_C

WP_000579131.1_A33_RS15765_GCF_000153785.2-A33_RS15765_transcriptional_regulator_CadC_Vibrio_cholerae_AM-19226_supercont1.5 Trans_reg_C

YP_204499.1_VF_1116_GCF_000011805.1-VF_1116_transcriptional_regulatory_protein_Vibrio_fischeri_ES114 Trans_reg_C

0.73

WP_062461840.1_VME01S_RS18840_GCF_001591125.1-VME01S_RS18840_transcriptional_regulator_Vibrio_mediterranei_NBRC_15635 Trans_reg_C

WP_062461819.1_VME01S_RS18790_GCF_001591125.1-VME01S_RS18790_transcriptional_regulator_Vibrio_mediterranei_NBRC_15635 Trans_reg_C

0.13

YP_206217.1_VF_A0259_GCF_000011805.1-VF_A0259_transcriptional_regulator_Vibrio_fischeri_ES114 Trans_reg_C

YP_206262.2_VF_A0304_GCF_000011805.1-VF_A0304_hypothetical_protein_Vibrio_fischeri_ES114 Trans_reg_C

0.01

0.05

0.02

0.09

WP_062457779.1_VME01S_RS06645_GCF_001591125.1-VME01S_RS06645_hypothetical_protein_Vibrio_mediterranei_NBRC_15635 Trans_reg_C

0.1

0.26

WP_062463912.1_VME01S_RS25540_GCF_001591125.1-VME01S_RS25540_helix-turn-helix_domain-containing_protein_Vibrio_mediterranei_NBRC_15635 Trans_reg_C

WP_062462111.1_VME01S_RS19560_GCF_001591125.1-VME01S_RS19560_transcriptional_regulator_Vibrio_mediterranei_NBRC_15635 Trans_reg_C

0.92

0.5

WP_061055346.1_AL536_RS23340_GCF_001558415.2-AL536_RS23340_AraC_family_transcriptional_regulator_Vibrio_fluvialis_strain_ATCC_33809 HTH_18

0.33

WP_021706176.1_VPR01S_RS14870_GCF_000467125.1-VPR01S_RS14870_AraC_family_transcriptional_regulator_Vibrio_proteolyticus_NBRC_13287 HTH_18

0.76

WP_000928641.1_VC0395_RS01510_GCF_000016245.1-VC0395_RS01510_AraC_family_transcriptional_regulator_Vibrio_cholerae_O395 HTH_18

0.58

NP_233311.1_VCA0926_GCF_000006745.1-VCA0926_AraC_family_transcriptional_regulator_Vibrio_cholerae_O1_biovar_El_Tor_str._N16961 HTH_18

WP_000928648.1_A33_RS08560_GCF_000153785.2-A33_RS08560_AraC_family_transcriptional_regulator_Vibrio_cholerae_AM-19226_supercont1.2 HTH_18

WP_102987001.1_C1N27_RS12920_GCF_002892905.1-C1N27_RS12920_AraC_family_transcriptional_regulator_Vibrio_diazotrophicus_strain_60.18M HTH_18

WP_104408474.1_AL536_RS33410_GCF_001558415.2-AL536_RS33410_hypothetical_protein_Vibrio_fluvialis_strain_ATCC_33809 Trans_reg_C Trypan_PARP

0.22

YP_206818.1_VF_A0860_GCF_000011805.1-VF_A0860_hypothetical_protein_Vibrio_fischeri_ES114 Trans_reg_C

0.71

YP_206431.1_VF_A0473_GCF_000011805.1-VF_A0473_transcriptional_regulatory_protein_TcpP_Vibrio_fischeri_ES114 Trans_reg_C

0.91

WP_000542594.1_VC0395_RS07105_GCF_000016245.1-VC0395_RS07105_toxin_coregulated_pilus_biosynthesis_protein_P_Vibrio_cholerae_O395 Trans_reg_C

NP_230474.1_VC0826_GCF_000006745.1-VC0826_toxin_co-regulated_pilus_biosynthesis_protein_P_Vibrio_cholerae_O1_biovar_El_Tor_str._N16961 Trans_reg_C

0.02

YP_204469.1_VF_1086_GCF_000011805.1-VF_1086_transcriptional_regulatory_protein_Vibrio_fischeri_ES114 Trans_reg_C

0.05

0.71

0.7

WP_017821759.1_AT730_RS14510_GCF_001469735.1-AT730_RS14510_transcriptional_regulator_Vibrio_alginolyticus_strain_ATCC_33787 Trans_reg_C

WP_039449831.1_VVCECT4999_RS12725_GCF_002215135.1-VVCECT4999_RS12725_hypothetical_protein_Vibrio_vulnificus_strain_CECT_4999 Trans_reg_C

0.74

WP_062459949.1_VME01S_RS12645_GCF_001591125.1-VME01S_RS12645_hypothetical_protein_Vibrio_mediterranei_NBRC_15635 Trans_reg_C

WP_062459948.1_VME01S_RS12640_GCF_001591125.1-VME01S_RS12640_hypothetical_protein_Vibrio_mediterranei_NBRC_15635 Trans_reg_C

0.12

0.6

0.37

WP_088134504.1_BSQ33_RS02040_GCF_002196515.1-BSQ33_RS02040_AraC_family_transcriptional_regulator_Vibrio_gazogenes_strain_ATCC_43942 HTH_18

YP_204215.1_VF_0832_GCF_000011805.1-VF_0832_hypothetical_protein_Vibrio_fischeri_ES114 HTH_18

0.15

0.15

WP_062463094.1_VME01S_RS22905_GCF_001591125.1-VME01S_RS22905_AraC_family_transcriptional_regulator_Vibrio_mediterranei_NBRC_15635 HTH_18

0.26

0.74

0.63

WP_079855453.1_HK86_RS06100_GCF_000430405.1-HK86_RS06100_AraC_family_transcriptional_regulator_Vibrio_parahaemolyticus_O1Kuk_str._FDA_R31 HTH_18

WP_064369061.1_AT730_RS15285_GCF_001469735.1-AT730_RS15285_AraC_family_transcriptional_regulator_Vibrio_alginolyticus_strain_ATCC_33787 HTH_18

WP_086028405.1_VIBHAR_RS06450_GCF_000017705.1-VIBHAR_RS06450_AraC_family_transcriptional_regulator_Vibrio_campbellii_ATCC_BAA-1116 HTH_18

WP_088900071.1_VVCECT4999_RS11930_GCF_002215135.1-VVCECT4999_RS11930_AraC_family_transcriptional_regulator_Vibrio_vulnificus_strain_CECT_4999 HTH_18

0.18

WP_061056239.1_AL536_RS32855_GCF_001558415.2-AL536_RS32855_AraC_family_transcriptional_regulator_Vibrio_fluvialis_strain_ATCC_33809 HTH_18

0.19

WP_102987441.1_C1N27_RS17255_GCF_002892905.1-C1N27_RS17255_AraC_family_transcriptional_regulator_Vibrio_diazotrophicus_strain_60.18M HTH_18

0.26

WP_081693116.1_VPR01S_RS03255_GCF_000467125.1-VPR01S_RS03255_AraC_family_transcriptional_regulator_Vibrio_proteolyticus_NBRC_13287 HTH_18

0.87

0.29

WP_001885034.1_VCRC385_RS13050_GCF_000152445.1-VCRC385_RS13050_AraC_family_transcriptional_regulator_Vibrio_cholerae_RC385 HTH_18

WP_001881796.1_VC0395_RS13700_GCF_000016245.1-VC0395_RS13700_AraC_family_transcriptional_regulator_Vibrio_cholerae_O395 HTH_18

0.6

NP_231712.1_VC2080_GCF_000006745.1-VC2080_AraC_family_transcriptional_regulator_Vibrio_cholerae_O1_biovar_El_Tor_str._N16961 HTH_18

WP_080284368.1_A33_RS02245_GCF_000153785.2-A33_RS02245_AraC_family_transcriptional_regulator_Vibrio_cholerae_AM-19226_supercont1.1 HTH_18

0.96

WP_006072362.1_VME01S_RS13975_GCF_001591125.1-VME01S_RS13975_XRE_family_transcriptional_regulator_Vibrio_mediterranei_NBRC_15635 HTH_3 2TM

WP_102985849.1_C1N27_RS02285_GCF_002892905.1-C1N27_RS02285_XRE_family_transcriptional_regulator_Vibrio_diazotrophicus_strain_60.18M HTH_3 2TM

0.07

0.19

0.27

WP_012128111.1_VIBHAR_RS11600_GCF_000017705.1-VIBHAR_RS11600_transcriptional_regulator_Vibrio_campbellii_ATCC_BAA-1116 Trans_reg_C

0.82

WP_053349323.1_AT730_RS20210_GCF_001469735.1-AT730_RS20210_TetR_AcrR_family_transcriptional_regulator_Vibrio_alginolyticus_strain_ATCC_33787 TetR_N

0.5

WP_040903116.1_VPR01S_RS18455_GCF_000467125.1-VPR01S_RS18455_TetR_AcrR_family_transcriptional_regulator_Vibrio_proteolyticus_NBRC_13287 TetR_N

WP_012129962.1_VIBHAR_RS25150_GCF_000017705.1-VIBHAR_RS25150_TetR_AcrR_family_transcriptional_regulator_Vibrio_campbellii_ATCC_BAA-1116 TetR_N

0.65

WP_020842426.1_HK86_RS24000_GCF_000430405.1-HK86_RS24000_transcriptional_regulator_Vibrio_parahaemolyticus_O1Kuk_str._FDA_R31 Trans_reg_C

WP_000945834.1_A33_RS03800_GCF_000153785.2-A33_RS03800_transcriptional_regulator_Vibrio_cholerae_AM-19226_supercont1.1 Trans_reg_C

0.64

WP_020842416.1_HK86_RS23940_GCF_000430405.1-HK86_RS23940_transcriptional_regulator_Vibrio_parahaemolyticus_O1Kuk_str._FDA_R31 Trans_reg_C

WP_000276584.1_A33_RS03865_GCF_000153785.2-A33_RS03865_transcriptional_regulator_Vibrio_cholerae_AM-19226_supercont1.1 Trans_reg_C

0.3

WP_061055750.1_AL536_RS27425_GCF_001558415.2-AL536_RS27425_hypothetical_protein_Vibrio_fluvialis_strain_ATCC_33809 Trans_reg_C

WP_012127473.1_VIBHAR_RS07705_GCF_000017705.1-VIBHAR_RS07705_hypothetical_protein_Vibrio_campbellii_ATCC_BAA-1116 Trans_reg_C

NP_797199.1_VP0820_ToxR_Vibrio_parahaemolyticus_RIMD_2210633 Trans_reg_C

0.05

0.02

WP_061056744.1_AL536_RS39125_GCF_001558415.2-AL536_RS39125_transcriptional_regulator_Vibrio_fluvialis_strain_ATCC_33809 Trans_reg_C

WP_021703787.1_VPR01S_RS02825_GCF_000467125.1-VPR01S_RS02825_transcriptional_regulator_Vibrio_proteolyticus_NBRC_13287 Trans_reg_C

0.02

WP_021019458.1_BSQ33_RS13720_GCF_002196515.1-BSQ33_RS13720_transcriptional_regulator_Vibrio_gazogenes_strain_ATCC_43942 Trans_reg_C

WP_017788851.1_VVCECT4999_RS12130_GCF_002215135.1-VVCECT4999_RS12130_transcriptional_regulator_Vibrio_vulnificus_strain_CECT_4999 Trans_reg_C

0.95

ToxR

VtrA

VtrB

Uncharacterized

Uncharacterized
VtrA

TfoS

Uncharacterized

TcpP

Uncharacterized

Uncharacterized (MT-MLTR)

Uncharacterized

CadC

ToxR


