P_002346326.1_YPO1301_GCF_000009065.1-YPO1301_regulatory_protein_Yersinia_pestis_CO92

| PsaE

Trans_reg_C

P_001005758.1_YE1450_GCF_000009345.1-YE1450_regulatory_protein_Yersinia_enterocolitica_subsp._enterocolitica_8081

P_045844275.1_UGYR_RS06955_GCF_000964565.1-UGYR_RS06955_hypothetical_protein_Yersinia_ruckeri_strain_Big_Creek_74
P_002345859.1_YPO0804_GCF_000009065.1-YPO0804_regulatory_membrane_protein_Yersinia_pestis_C092
P_001007511.1_YE3340_GCF_000009345.1-YE3340_reguatory_protein_Yersinia_enterocolitica_subsp._enterocolitica_8081

P_001005273.1_YE0935_GCF_000009345.1-YE0935_AraC_family_transcription_regulator_Yersinia_enterocolitica_subsp._enterocolitica_8081

Trans_reg_C

CadC

/D— Uncharacterized

CadC_C1

CadC

LP ' 045844147.1_UGYR_RS03495_GCF_000964565.1-UGYR_RS03495_transcriptional_regulator_CadC_Yersinia_ruckeri_strain_Big_Creek_74

YP_001006197.1_YE1942_GCF_000009345.1-YE1942_DNA-binding_protein_Yersinia_enterocolitica_subsp._enterocolitica_8081
bos 015 L

Trans_reg_C

P_002345797.1_YPO0736_GCF_000009065.1-YPO0736_regulatory_protein_Yersinia_pestis_C0O92

. Uncharacterized

. MarT

P_052690314.1_UGYR_RS16645_GCF_000964565.1-UGYR_RS16645_helix-turn-helix_domain-containing_protein_Yersinia_ruckeri_strain_Big_Creek_74 Trans_reg C

Trans_reg_C

1 [*WP_004718841.1_UGYR_RS16705_GCF_000964565.1-UGYR_RS16705_Transcriptional_regulatory_protein_C_Yersinia_ruckeri_strain_Big_Creek_74

P_001007788.1_YE3632_GCF_000009345.1-YE3632_membrane_protein_Yersinia_enterocolitica_subsp._enterocolitica_8081

L P_004720963.1_UGYR_RS07490_GCF_000964565.1-UGYR_RS07490_membrane_protein_Yersinia_ruckeri_strain_Big_Creek_74
0.12

P_038244581.1_UGYR_RS13670_GCF_000964565.1-UGYR_RS13670_hypothetical_protein_Yersinia_ruckeri_strain_Big_Creek_74
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