
1

0.92

0.38

0.62

0.52

0.64

0.98

NP_308823.3_ECs0796_GCF_000008865.1-ECs0796_LysR_family_transcriptional_regulator_Escherichia_coli_O157H7_str._Sakai HTH_1 LysR_substrate

WP_001054601.1_SEEG9184_RS00025_GCF_000335995.2-SEEG9184_RS00025_LysR_family_transcriptional_regulator_Salmonella_enterica_subsp._enterica_serovar_Gallinarum_str._9184 HTH_1 LysR_substrate

0.99

WP_000121036.1_SEEG9184_RS12930_GCF_000335995.2-SEEG9184_RS12930_TetR_family_transcriptional_regulator_Salmonella_enterica_subsp._enterica_serovar_Gallinarum_str._9184 TetR_N TetR_C_6

0.32

WP_000121043.1_SEEC0708_RS11315_GCF_000487295.2-SEEC0708_RS11315_TetR_family_transcriptional_regulator_Salmonella_enterica_subsp._enterica_serovar_Choleraesuis_str._ATCC_10708 TetR_N TetR_C_6

WP_000121037.1_SEN_RS07670_GCF_000009505.1-SEN_RS07670_TetR_family_transcriptional_regulator_Salmonella_enterica_subsp._enterica_serovar_Enteritidis_str._P125109_complete_genome TetR_N TetR_C_6

0.99

NP_313142.1_ECs5115_GCF_000008865.1-ECs5115_CadC_family_transcriptional_regulator_Escherichia_coli_O157H7_str._Sakai Trans_reg_C CadC_C1

0.79

0.24

WP_020839160.1_SEEC0708_RS06140_GCF_000487295.2-SEEC0708_RS06140_transcriptional_regulator_CadC_Salmonella_enterica_subsp._enterica_serovar_Choleraesuis_str._ATCC_10708 Trans_reg_C CadC_C1

NP_457087.1_STY2804_GCF_000195995.1-STY2804_transcriptional_activator_CadC_Salmonella_enterica_subsp._enterica_serovar_Typhi_str._CT18 Trans_reg_C CadC_C1

0.12

WP_001187150.1_SNSL254_RS14145_GCF_000016045.1-SNSL254_RS14145_transcriptional_regulator_CadC_Salmonella_enterica_subsp._enterica_serovar_Newport_str._SL254 Trans_reg_C CadC_C1

0.14

WP_001187138.1_SEEG9184_RS07530_GCF_000335995.2-SEEG9184_RS07530_transcriptional_regulator_CadC_Salmonella_enterica_subsp._enterica_serovar_Gallinarum_str._9184 Trans_reg_C CadC_C1

WP_001187150.1_SEN_RS13195_GCF_000009505.1-SEN_RS13195_transcriptional_regulator_CadC_Salmonella_enterica_subsp._enterica_serovar_Enteritidis_str._P125109_complete_genome Trans_reg_C CadC_C1

0.6

NP_309301.1_ECs1274_GCF_000008865.1-ECs1274_transcriptional_regulator_Escherichia_coli_O157H7_str._Sakai Trans_reg_C

0.56

NP_311731.1_ECs3704_GCF_000008865.1-ECs3704_sensory_transducer_Escherichia_coli_O157H7_str._Sakai Trans_reg_C

0.94

0.19

WP_001278062.1_SEEC0708_RS00395_GCF_000487295.2-SEEC0708_RS00395_transcriptional_regulator_Salmonella_enterica_subsp._enterica_serovar_Choleraesuis_str._ATCC_10708 Trans_reg_C

WP_011233203.1_SPA_RS18300_GCF_000011885.1-SPA_RS18300_transcriptional_regulator_Salmonella_enterica_subsp._enterica_serovar_Paratyphi_A_str._ATCC_9150 Trans_reg_C

0.09

WP_001278060.1_SNSL254_RS20100_GCF_000016045.1-SNSL254_RS20100_transcriptional_regulator_Salmonella_enterica_subsp._enterica_serovar_Newport_str._SL254 Trans_reg_C

0.15

WP_001278065.1_SEN_RS18610_GCF_000009505.1-SEN_RS18610_transcriptional_regulator_Salmonella_enterica_subsp._enterica_serovar_Enteritidis_str._P125109_complete_genome Trans_reg_C

NP_462658.4_STM3759_GCF_000006945.2-STM3759_putative_transcriptional_regulatory_protein_Salmonella_enterica_subsp._enterica_serovar_Typhimurium_str._LT2 Trans_reg_C

1

WP_001250363.1_SEEC0708_RS19330_GCF_000487295.2-SEEC0708_RS19330_transcriptional_regulator_Salmonella_enterica_subsp._enterica_serovar_Choleraesuis_str._ATCC_10708 Trans_reg_C

0.07

NP_454640.1_STY0035_GCF_000195995.1-STY0035_hypothetical_protein_Salmonella_enterica_subsp._enterica_serovar_Typhi_str._CT18 Trans_reg_C

0.06

WP_001250363.1_SNSL254_RS01170_GCF_000016045.1-SNSL254_RS01170_transcriptional_regulator_Salmonella_enterica_subsp._enterica_serovar_Newport_str._SL254 Trans_reg_C

0.05

WP_001250363.1_SEEG9184_RS20790_GCF_000335995.2-SEEG9184_RS20790_transcriptional_regulator_Salmonella_enterica_subsp._enterica_serovar_Gallinarum_str._9184 Trans_reg_C

0.15

WP_001250363.1_SEN_RS00150_GCF_000009505.1-SEN_RS00150_transcriptional_regulator_Salmonella_enterica_subsp._enterica_serovar_Enteritidis_str._P125109_complete_genome Trans_reg_C

NP_459034.1_STM0029_GCF_000006945.2-STM0029_transcriptional_regulator_Salmonella_enterica_subsp._enterica_serovar_Typhimurium_str._LT2 Trans_reg_C

0.97

0.53

WP_000158347.1_SEEC0708_RS19320_GCF_000487295.2-SEEC0708_RS19320_transcriptional_regulator_Salmonella_enterica_subsp._enterica_serovar_Choleraesuis_str._ATCC_10708 Trans_reg_C

0.08

WP_000158347.1_SNSL254_RS01180_GCF_000016045.1-SNSL254_RS01180_transcriptional_regulator_Salmonella_enterica_subsp._enterica_serovar_Newport_str._SL254 Trans_reg_C

0.2

WP_000158346.1_SEEG9184_RS20780_GCF_000335995.2-SEEG9184_RS20780_transcriptional_regulator_Salmonella_enterica_subsp._enterica_serovar_Gallinarum_str._9184 Trans_reg_C

WP_000158346.1_SEN_RS00160_GCF_000009505.1-SEN_RS00160_transcriptional_regulator_Salmonella_enterica_subsp._enterica_serovar_Enteritidis_str._P125109_complete_genome Trans_reg_C

NP_459036.1_STM0031_GCF_000006945.2-STM0031_transcriptional_regulator_Salmonella_enterica_subsp._enterica_serovar_Typhimurium_str._LT2 Trans_reg_C

NP_459022.1_STM0017_GCF_000006945.2-STM0017_hypothetical_protein_Salmonella_enterica_subsp._enterica_serovar_Typhimurium_str._LT2 Trans_reg_C

0.11

WP_000860681.1_SEEC0708_RS19395_GCF_000487295.2-SEEC0708_RS19395_transcriptional_regulator_Salmonella_enterica_subsp._enterica_serovar_Choleraesuis_str._ATCC_10708 Trans_reg_C

0.04

NP_454627.1_STY0017_GCF_000195995.1-STY0017_hypothetical_protein_Salmonella_enterica_subsp._enterica_serovar_Typhi_str._CT18 Trans_reg_C

0.08

WP_000860682.1_SNSL254_RS01105_GCF_000016045.1-SNSL254_RS01105_transcriptional_regulator_Salmonella_enterica_subsp._enterica_serovar_Newport_str._SL254 Trans_reg_C

0.14

WP_000860681.1_SEEG9184_RS20855_GCF_000335995.2-SEEG9184_RS20855_transcriptional_regulator_Salmonella_enterica_subsp._enterica_serovar_Gallinarum_str._9184 Trans_reg_C

WP_000860681.1_SEN_RS00085_GCF_000009505.1-SEN_RS00085_transcriptional_regulator_Salmonella_enterica_subsp._enterica_serovar_Enteritidis_str._P125109_complete_genome Trans_reg_C

1.19

Uncharacterized

Possible T3SS Regulators

VtrA/VtrB-like

MarT

CadC

Uncharacterized


